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postglacial, 68-80 
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shrews, Sarah B. George, 153-162 
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crassicaudatus, 239, 485 
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rhizophorae, 634, 637 
wrayi, 634 
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Gangamopteris, 370 
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variegata-punctata, 350 
vorax, 49 
Gekkonidae, 46-67, 350 
Genetic 
correlation, 124-134 
distance, 1-21, 297-310 
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falcatus, 634, 637 
metallicus, 634, 635, 637 
microdactylus, 634 
serripenis, 634 
uninotatus, 634, 635, 637 
Glaciation, 458-469 
Gleicheniaceae, 187 
Global parsimony, 422-426 
Globigerinatheka, 184 
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equilibrium at the third stage, 143-148 

Gradual evolution, 591-602 

Green, David M., Systematics and evolution of west- 
ern North American frogs allied to Rana aurora 
and Rana boylii: Electrophoretic evidence, 283- 
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cincta, 206 
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Heptranchias, 181 
Hesperosorex, 160 
Heterandria, 637 
Heterochrony, 445-457 
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V. Lauder, 489-508 
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Hominoid phylogeny, 81-99 
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Lepisosteidae, 634 
Lepomis, 592, 594-596, 600 
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Leucocyclus, 478, 479 
Leurognathus, 533 
Levantina 
caesareana, 206 
gyrostoma, 215 
spiriplana, 206, 214, 215 
Likelihood, 617-626 
Limia, 635 
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lution in the lungless salamanders, Family 
Plethodontic.« IV. Phylogeny of plethodontid 
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Ontogeny, phylogeny and evolution of form: An al- 
gorithmic approach, H. Frederik Nijhout, Greg- 





660 


SYSTEMATIC ZOOLOGY 





ory A. Wray, Claire Kremen, and Carolyn K. Ter- 
agawa, 445-457 

Operational evolutionary classification, 560-570 

Ophisternon aenigmaticum, 634 

Optimality criteria, 571-581 
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Parsimony, 297-310, 617-626 
Parsimony and likelihood: An exchange, Joseph Fel- 

senstein and Elliott Sober, 617-626 

Parthenogenetic species, 427-440 
Partula, 205 

otaheitana, 212, 214 

suturalis, 217 
Parvimolge, 533 
Passerine birds, 255-259 
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Shaffer, H. Bradley, Utility of quantitative genetic 
parameters in character weighting, 124-134 
Shao, Kwang-Tsao, and Robert R. Sokal, Significance 
tests of consensus indices, 582-590 
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Sturnira lilium, 197-201 
Sturnus vulgaris, 240 
Sullivan, Robert M., see Best, Troy L., — 
Suncus, 236 
murinus, 154, 156-158, 162, 239 
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